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AvaAuon olKoAOYLKWV SE00UEVWV

e Install R and RStudio

https://cran.r-project.org/bin/windows/base/

O E] https://fcran.r-project.org/bin/windows/base/

R-4.3.1 for Windows

Download R-4.3.1 for Windows (79 megabytes, 64 bit)

EEADME on the Windows binary distribution
New features in this version

This build requires UCRT, which 1s part of Windows since Windows 10 and Windows Server 2016. On older systems, UCRT has to be installed manually from here.
If vou want to double-check that the package you have downloaded matches the package distributed by CRAN, vou can compare the md3sum of the exe to the fingerprint on the master server.
Frequently asked questions

e Does B run under my version of Windows?
* How do I update packages in my previous version of B7

The term “R” is used to refer to both the programming language and the software that interprets the scripts written using it.
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AvaAuon olKoAOYLKWV SE00UEVWV

* Install R and RStudio

https://posit.co/download/rstudio-desktop/
IC‘ B hitps;/posit.co/download;rstudio-deskiop/
gs;posit PRODUCTS »~  SOLUTIONS ~  LEARN & SUPPORT ~  EXPLORE MORE ~  PRICING Q RStUdiO iS a pOPUIar Way tO Write R scripts
and interact with the R software.

DOWNLOAD

RStU d | O DeS ktO p To function correctly, RStudio needs R and
therefore both need to be installed on your

Used by millions of people weekly, the RStudio integrated
development environment (IDE) is a set of tools built to help you comPUter'
be more productive with R and Python.

Don't want to download or install anything? Get started with
RStudio on Posit Cloud for free. If you're a professional data

scientist looking to download RStudio and also need common
enterprise features, don't hesitate to book a call with us.

1: Install R 2: Install RStudio

RStudio requires R 3.3.0+. Choose a version of R that
matches your computer's operating system. DOWNLOAD RSTUDIO DESKTOP FOR WINDOWS

Size: 212.48 MB | sHA-256: D523C72B | Version: 2023.09.0+463 |
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AvaAuon olKoAOYLKWV SE00UEVWV

* Update R and Rstudio

* The changes introduced by new R versions are usually backwards-compatible. That is, your old code should still
work after updating your R version.

* However, if breaking changes happen, it is useful to know that you can have multiple versions of R installed in
parallel and that you can switch between them in RStudio by going to Tools > Global Options > General > Basic.

10/18/2023



AvaAuon olKoAOYLKWV SE00UEVWV

* Install required R packages

* Packages contain useful R code written by other people.

install.packages(c("tidyverse", "hexbin", "patchwork", "RSQLite"))

Files Plots Packages Help Viewer Presentation

library(tidyverse) Olinstzll - @ Update
= C N Descripti
library(hexbin) =i Sl
. User Library
library(patchwork) )
abind Install Packages
library(RSQLite) admisc
arvtime Install from: 7! Configuring Repositories
’ [Repository (CRAN) v
aod
aplpack Packages (separate multiple with space or commal: tior
arm
ecol
askpass
v ECol prany:
ecolMad EerfAppData/l ocal/lRéiwin-library/4. 2 [Defaulf) w~
backports
ecolottery
basebdenc ecolRyc  fPENdeENCies
BH
T ecolTest
BiodiversityR
hit Install Cancel
bitGd A 53 Llass tor Vectors of b4bit Integers
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AvaAuon olKoAOYLKWV SE00UEVWV

* Why learn R?

* R does not involve lots of pointing and clicking, and that’s a good thing

e Thatis a good thing!

* So, if you want to redo your analysis because you collected more data, you don’t have to remember which
button you clicked in which order to obtain your results.

* With a stored series of commands in an R script, you can repeat running them and R will process the new dataset
exactly the same way as before.

10/18/2023



AvaAuon olKoAOYLKWV SE00UEVWV

* Why learn R?

* R code is great for reproducibility

* Reproducibility is when someone else, including your future self, can obtain the same results from the same
dataset when using the same analysis.

* Rintegrates with other tools to generate manuscripts from your code. If you collect more data, or fix a mistake in
your dataset, the figures and the statistical tests in your manuscript are updated automatically.

10/18/2023



AvaAuon olKoAOYLKWV SE00UEVWV

* Why learn R?

* Ris interdisciplinary and extensible

e With 10,000+ packages that can be installed to extend its capabilities, R provides a framework that allows you to

combine statistical approaches from many scientific disciplines to best suit the analytical framework you need to
analyze your data.

* Forinstance, R has packages for image analysis, GIS, time series, population genetics, and a lot more.

10/18/2023



AvaAuon olKoAOYLKWV SE00UEVWV

* Why learn R?

* R works on data of all shapes and sizes

* The skills you learn with R scale easily with the size of your dataset. Whether your dataset has hundreds or
millions of lines, it won’t make much difference to you.

* Ris designed for data analysis. It comes with special data structures and data types that make handling of missing
data and statistical factors convenient.

* R can connect to spreadsheets, databases, and many other data formats, on your computer or on the web.

10/18/2023



AvaAuon olKoAOYLKWV SE00UEVWV

* Why learn R?

* R produces high-quality graphics

* The plotting functionalities in R are endless, and allow you to adjust any aspect of your graph to visualize your
data more effectively.

10/18/2023
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AvaAuon olKoAOYLKWV SE00UEVWV

* Why learn R?

* R has a large and welcoming community

* Thousands of people use R daily.

e Many of them are willing to help you through mailing lists and websites such as Stack Overflow, RStudio
community, and Slack channels such as the R for Data Science online community (https://www.rfordatasci.com/).

* In addition, there are numerous online and in person meetups organised globally through organisations such as R
Ladies Global (https://rladies.org/).

10/18/2023
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https://www.rfordatasci.com/

AvaAuon olKoAOYLKWV SE00UEVWV

* Anpoupyia BOGLKWY QVTLKELUEVWV

* >n=8
[ ) >n

- [1]8

e >n<-8

[ ] >n

* [1]8

10/18/2023

>x=5.5
> X
[1] 5.5
> x=2.6
> X
[1] 2.6

12



AvaAuon olKoAOYLKWV SE00UEVWV

* Anpoupyia BOGLKWY QVTLKELUEVWV

* >n=8

[ ] >n

- [1]8

e >n<-8

[ ] >n

 [1]8

10/18/2023

> x=5.5 Rk
oy > X
[1] 5.5 [1]9
> x=7
> Xx=2.6
> X > y=2
(1] 2.6 > X=y+6
> X
[1] 8

N R Stadopormolel ta pkpa amno ta kedpaAaia ypappota.
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AvaAuon olKoAOYLKWV SE00UEVWV

* ALOLXELPLON TOU XWPOU KVANG

Nwg BAEMOUE GAQ TA AVTLKELUEVO TTOU ELVOLL KATOXWENUEVO OTN HVAN

EvtoAn: Is()

Nw¢ ofrjvoupe OAa Ta AVTLIKELLEVA TTOU Eival KOTAXWPNUEVA TN UVAKN

EvtoAn: rm()

10/18/2023
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AvaAuon olKoAOYLKWV SE00UEVWV

* OL emiAoyEc BonOeiac

?lm

N help(Im)

ZNUOVTLKA apotipnon:

"Otav xpnotpormolov e tn ouvvaptnon help.search(), Tote n €épeuva MpaypatonoLleital os OAa Ta
TIOKETA TIOU €lval SLaBEoLUO 0TOV UTTOAOYLOTH,.

"OpWC, OTOV XPNOLUOTIOLOULLE TIC CUVOLPTHOELG

? 1 help()

TOTE N €peuva MEPLOPLIETOL LOVO OTA TIAKETO IOV £lval doptwueva otn PLBALOBAKN

10/18/2023
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AvaAuon olKoAOYLKWV SE00UEVWV

* Ta 6edopeva otnv R

Ot petafAnteg, ta dSedopéva, oL CUVAPTAOELG KOL TA ATTOTEAECHATA TWV AVOAUCEWV armoOnKevovtol og
OLVTLKELMEVOAL.

OAa T AVTIKELMEVA £XOUV SUO XOPOKTNPLOTLKEG LOLOTNTEG:
Tov Tumo (mode) kot to pAkog (length).

O TUTOG TOU AVTLKELMEVOU avadEPETaL 6TOV TUTTO/EL60C TWV OTOLXELWV TOU AVTLKELMEVOU. YITAPXOUV
4 Baoikol Tumot:

aPLOUNTLKOC, XOPAKTAPOC, AOYLKOC KOl ULyaSLKOC
(numeric, character, logical, complex).

Mo va SOUME TOV TUTTO EVOG OVTLKELLEVOU XPNGLUOTIOLOUE TN cuvaptnon mode().
> x=2.3; name= "test’

> mode(x); mode(name) > length(x);
[1] "numeric" length(name)
[1] "character" [1] 1

[1]1

10/18/2023
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AvaAuon olKoAOYLKWV SE00UEVWV

* Ta Suavuoparta: vector()

Mnopoue eniong va ptiaoupe apeoa Eva dtavuopa He tn ouvaptnon c()

>x=c(1.1, 2.2, 3.3)
> X
[1] 1.1 2.2 3.3

O napayovteg: factor()

H cuvaptnon factor() dtidyveL KATNYOPLKEC OVOUAOTIKEC LETABANTEC.
> factor(1:3)

[1]123

Levels: 12 3

> factor(1:3, levels=1:5)
[1]123
Levels: 12345

> factor(1:3, levels=1:5, labels = c("A", "B", "C", "D", "E"))
[1]ABC
Levels: ABCDE

10/18/2023

H emhoyn) levels kaBopilel To mARBo¢ Twv
SLapOopPETIKWVY ETLITESWV YL TNV KATNYOPLKA
petaPAntn (g€ oplopol to mMARBoC Twv
OLAKEKPLUEVWV TIMWV TNC HETABANTAC).

H emiloyn) labels kaBopilel To ovopa twv

eTUTEOWV.

17



AvaAuon olkoAoYLKwWV SEO0OUEVWV

* Ta mAaiicwa dedopevwy: data.frame()

Ta nAaiowa Sedopévwy eivarl cuAAoyEg dtavupatwy, eveexopnévwe Stadopetikol TUOV, TontoBeTnéva o€ OTHAEG.
Avutn n doun 6edopévwy eival pia oo TG o ocuxva XPNOLLOTIOLOUEVEG oTtnV R.

>a=c(1, 2, 3); a; mode(a);
[1]123
[1] "numeric«

> b - C("a", "b", "C"),' b, mOde(b)

[1] "a" "b" "c"

[1] "character” > df2 = data.frame(a = 1:4, b = letters[1:4])
> df2

> df = data.frame(a, b) ab

> df 11a
22b

ab 33¢c

11a 44d

22b

33Ci10/18/2023



AvaAuon olKoAOYLKWV SE00UEVWV

* METATPOTEC TUMTOVU OTOLXELWV

> logiko = c(FALSE, FALSE, TRUE, TRUE)
> logiko
[1] FALSE FALSE TRUE TRUE

Metatponn logical & numeric
> as.numeric(logiko)
[1]0011

Metatponn character = numeric

> char = ¢("1", "2", "3", "A", "/", "T", "%", "-")
> as.numeric(char)

[1] 12 3 NA NA NA NA NA

Metatponi numeric = character
>num = 0:5

> as.character(num)

[1] "O" "1™ "2" "3" "4" "5

10/18/2023 19



AvaAuon olKoAOYLKWV SE00UEVWV

* AtoOnkevon 6edOUEVWV OE apXELo

H ocuvaptnon write.table() owiel o éva apyeto ta dedopéva tiMov dtavuopa, riivaka i AaLloiov S6o0UEVWV

write(x, file = "data", ncolumns = if(is.character(x)) 1 else 5, append = FALSE)

Mo va anoBnkeutolv dedopéva otoLoudMoTE TUTOU XPNOLUOTOLELTAL | cuvapTtnon save():

save(X, Y, file = "/Documents/data/| my_data.Rdata")

10/18/2023
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AvaAuon olKoAOYLKWV SE00UEVWV

' ENA MPQTO NAPAAEITMA
* Meta amo povieAomoinon KataAAnAOTNTAC TOU Aayou, ELYOLE Evay
TIlVoKAL LLE VA TtapatPnon TNE TLNG kataAAnAotntog (276 TLUEC) .

e OeAoupe val SOUPE TIWE KOTOVELOVTOLL OL TLLECG QLUTECG OE Eval
Slaypappa yia va Bpoupe tTnv TN ov Ba kaBoploel tnv KataAAnAn
Qo TNV akataAAnAn mepLoxn



AvaAuon olkoAoyLlkwv 6€60UEVWV

' ENA MPQTO NAPAAEITMA
* 1. Atapopdpwvoupe tov pakeo epyaoctiac (omou eival to apyeio excel)
setwd("E:/2.R PROJECTS/CHEETACH/DATA")

* 2. DopTWVOULLE TIC avayKolec TtpooBetec BLBALOONKEC

e library(readx!) ## yia Stafaocuo apxeiwv excel

e library(ggplot2 ## yia Onuovpyla SLoypaULATWVY

22



AvaAuon olKoAOYLKWV SE00UEVWV

*'ENA NPQTO NAPAAEITMA

3. Atafaloupe to apxelo excel
## Alopopdwon stiketac lepus BIOCLIMATIC
lepus <- read xIsx ("BIO.SUI.SPECIES.xlsx", sheet="lepus", col names =

TRUE)

## petatpormnn tou Stofacpevou apyxelov o dataframe

lepus <- data.frame (lepus)lepus

23



AvaAuon olKoAOYLKWV SE00UEVWV

*'ENA NPQTO NAPAAEITMA

* 3. Atafaloupe to apyelo excel

setwd("E:/2.R_PROJECTS/CHEETACH/DATA") Data
2 lepus

Tibrary(readx1)

Tibrary(ggplot2)

# lepus BIOCLIMATIC

Tepus <- read x1sx("BIO.SUI.SPECIES.xIsx", sheet="lepus", col_names = TRUE) g

lTepus <- data.frame (lepus) 1 Asnuo

,1eDUS 2 Asnuo
3 Asmuo
4 Agnuo
5 Agmuo
6 Asmuo
7 Agmuo
8 Asmuo
9 Asgnmuo
10 Aegnmuo
11 Asnuo
12 Aegnuo

10/18/2023

value

0.733416
0.732869
0.724073
0.788163
0.6994589
0.821945
0.731000
0.729320
0.725931
0.737676
0.817352
0.791054

276 obs. of 2 variables

M aT_
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AvaAuon olKoAOYLKWV SE00UEVWV

*'ENA NPQTO NAPAAEITMA

* 4. AtapopPwVvou e Tov KwdLka yLa To Staypappo

ggplot(lepus, aes(x=value, fill=species)) +
geom_histogram (colour="FJEMEd"', Ti11="[fLl", alpha=0.7, position="identity")

40-

“ species value

1 Aenuo 0.753416

2 Asnmuo 0.732869

3 Aemvo 0.724073 30
4 Asnug 0.788163

5 Aegnug 0.699459 B

6 Acmuo 0.821945 320-
7 Aenuo 0.731000

8 Asgmuo 0.729320

9 Agmuo 0.725931 10-
10 Asmuo 0.737676

11 Aegnuo 0.817352

12 Asnuo 0.791054 0- [

0.25 0.50 0.75

10/18/2023
/ ! value



AvaAuon olKoAOYLKWV SE00UEVWV

'ENA NPQTO NAPAAEIFMA
* 5. NpooOETOUE KOl KATAVOUN TIUKVOTNTOC OTO OLAYPOLLLLAL

ggplot(lepus, aes(x=value, fill=species)) +
geom_histogram (colour="FREREd"', Ti11="[fN]", alpha=0.7, position="identity")+

geom_density(fil11="[gl&", alpha= 0.3)
|

40 -

30-

0.75

10/18/2023 0.25 0.50
value



AvaAuon olKoAOYLKWV SE00UEVWV
'ENA NPQTO NAPAAEIFMA
* 6. AtapopPwvou e ypadLOTIKA TO OLAYPALLLLAL

* ALWXVOUUE TO YKPL POVTO

ggplot(lepus, aes(x=value, fill=species)) +
geom_histogram (colour="[JEMER"', Ti11="[f4", alpha=0.7, position="identity")+
geom_density (fil11="F", alpha= 0.3)+
theme_bw()+ theme(panel.grid.minor = element_blank())

ity
ty

@
o

10/18/2023
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AvaAuon olKoAOYLKWV SE00UEVWV

* ALWXVOUUE TLC KABDETEC YPOUUEC

ggplot(lepus, aes(x=value, fill=species)) +
geom_histogram (colour="[RJEXEq"', fi11="[f%", alpha=0.7, position="identity")+
geom_density(fil11="[&", alpha= 0.3)+
theme_bw()+ theme(panel.grid.minor = element_blank())+
theme(panel.grid.major.x = element_blank())

40 1

40 1

30 1 301

=)

density
S

101

0.25 0.50 0.75
value

0.25 0.50 0.75
10/18/2023 value



AvaAuon olKoAOYLKWV SE00UEVWV

* XpWHATWOVUE TIC KABETEC YPOAUUEC LUE UTTAE XPWUOL

ggplot(lepus, aes(x=value, fill=species)) +

geom_histogram (colour="[RJEREN"', Ti11="[F%", alpha=0.7, position="identity")+

geom_density(fi11="[llg", alpha= 0.3)+

theme_bw()+ theme(panel.grid.minor = element_blank())+
theme(panel.grid.major.x = element_blank())+
theme(panel.grid.major=element_line (colour = "E", size = 0.5))

40

30

ensity
o

=)

density
]

10

10/18/2023 0.25 0.50
value

0.75
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AvaAuon olKoAOYLKWV SE00UEVWV

* Baloupe po KABTN ypappn 0To 0pLo KAtaAAnAotnTog

ggplot(lepus, aes(x=value, fill=species)) +
geom_histogram (colour="[JEMEN"', fi11="[fH", alpha=0.7, position="identity")+
geom_density(Fil11="&", alpha= 0.3)+
theme_bw()+ theme(panel.grid.minor = element_blank())+
theme(panel.grid.major.x = element_blank() )+
theme(panel.grid.major=element_line (colour = "-", size = 0.5))+
geom_v1ine(xintercept = 0.1048, Tinetype=4, size=1, show. legend = TRUE)

40

30

sity

10/18/2023 T i "
0.25 0.50 0.75

value



* AA\aloupe TitAouc oTtouc aéoveg

ggplot(lepus, aes(x=value, fill=species)) +

40

30

20

geom_histogram (colour="EJEXER", fil11="[R&", alpha=0.7, position="identity")+
geom_density(fi11="0A", alpha= 0.3) qement blank)
theme_bw()+ theme(panel.grid.minor = erement_prank () )+
theme(panel.grid.major.x = element_blank())+
theme(panel.grid.major=element_line (colour = "BA", size = 0.5))+
geom_vline(xintercept = 0.1048, linetype=4, size=1, show.legend = TRUE)+
annotate("text", x = c(0.07, 0.70), y = c(15, 42),label = c("FC1", "Bioclimatic model"))+
labs(title="Thresholds in Biocimatic model - Cape hare ", x ="value of suitability",
y = "Frequency")

Thresholds in Biocimatic model - Cape hare

Bioclimatic model

Bioclimatic model .
40 I

30 I

{

= -
FC1 2 I
@
g’ 20 ;
E ]
(1
|
FC1 -
= I
000 025 050 075 b
value 10 i
|
|
0 -i_
0.00 0.25 0.50 0.75

10/18/2023 Value of suitability
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o AAN\alovuE Ta LeveEON Ttwv labels otouc aéovec

ggplot(lepus, aes(x=value, fill=species)) +

geom_histogram (colour="RJEEd", fi11="[fl", alpha=0.7, position="identity")+

geom_density (fil11="[gJR", alpha= 0.3)+

theme_bw()+ theme(panel.grid.minor = element_blank())+

theme(panel.grid.major.x = element_blank())+

theme(panel.grid.major=element_line (colour = "BE", size = 0.5))+

geom_vline(xintercept = 0.1048,l1inetype=4, size=1, show.legend = TRUE)+

annotate("text", x = c(0.07, 0.70), y = c(15, 42),label = c("FC1", "Bioclimatic model"))+

labs (title="Thresholds in Biocimatic model - Cape hare ", x ="value of suitability",
y = "Frequency" )+

theme(axis.title.x= element_text(face="bold", colour="RJEtEd" , size=15),
axis.title.y = element_text(face="bold", colour="JEMEd", size=15),

axis.text = element_text(size=16)) Thresholds in Biocimatic model - Cape hare

Bioclimatic model

40

Thresholds in Biocimatic model - Cape hare
1

Bioclimatic model

40

w
o

w
o

ma
o

Frequency

Frequency
N
o

FC1 . FC1 |

o 10 |

|

01 |

o e Value of s?jifability o 0 -i
10/18/2023 0.00 0.25 0.50 0.75
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AvaAuon olKoAOYLKWV SE00UEVWV
* H 6uvapn tn¢ R: Otidyvoupe pa popa Tov KwOLKO KoL LETA ATIAL
aAAA{OULE TO APXLKO apXElo

# Goltered gazelle BIOCLIMATIC
gazelle <- read xIsx("BIO.SUI.SPECIES.xIsx", sheet="gazelle", col_names = TRUE)

gazelle <- data.frame (gazelle)
gazelle

ggplot(gazelle, aes(x=value, fill=species)) +
geom_histogram (colour="[JEMEE" ., fi11="T%", alpha=0.7, position="identity") +
theme_bw()+ theme(panel.grid.minor = element_blank()) +
theme(panel.grid.major.x = element_blank() )+
theme(panel.grid.major=element_line (colour = "MR", size = 0.5)) +
geom_density(fi11="[", alpha= 0.3) +
geom_vIline(xintercept = 0.0295, Tinetype=4, size=1, show.legend = TRUE)+
annotate("text", x = c(0.07, 0.70), y = c(15, 42),
Tabel = c("MTP", "Bioclimatic model")) +
labs (title="Thresholds in Biocimatic model - Goitered gazelle", x ="value of suitability",
y = "Frequency')+
theme(axis.title.x= element_text(face="bold", colour="lES
pxis.titWE.y = element_text(face="bold", colour="{{QEls
axis.text = element_text(size=16))

10/18/2023
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AvaAuon olkoAoyLlkwv 6€60UEVWV
* H 6uvapn tn¢ R: Otidyvoupe pa popa Tov KwOLKO KoL LETA ATIAL
aAAA{OULE TO APXLKO apXElo

Thresholds in Biocimatic model - Goitered gazelle

Bioclimatic model

40

W
o

Frequency
(]
o

!
!
!
!
!
!
i
!
; MTP
i

—
o

0.00 0.25 0.50 0.75 1.00
Value of suitability
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AvaAuon olKoAOYLKWV SE00UEVWV
* H 6uvapn tn¢ R: Otidyvoupe pa popa Tov KwOLKO KoL LETA ATIAL
aAAA{OULE TO APXLKO apXElo
# Wild sheep BIOCLIMATIC

ovis <- read_xlsx("BIO.SUI.SPECIES.xIsx", sheet="ovis", col_names = TRUE)

ovis <- data.frame (ovis)
ovis

ggplot(ovis, aes(x=value, fill=species)) +

geom_histogram (colour="[JEWEN"', fi11="[{24", alpha=0.7, position="identity") +

theme_bw()+ theme(panel.grid.minor = element_blank()) +

theme(panel.grid.major.x = element_blank())+

theme(panel.grid.major=element_line (colour = "ERA", size = 0.5)) +

geom_density (fiT1="F", alpha= 0.3) +

geom_vline(xintercept = 0.0553, linetype=4, size=1, show.legend = TRUE)+

annotate("text", x = c(0.09, 0.70), v = c(15, 42),

Tabel = c("FC1", "Bioclimatic model™)) +

labs (title="Thresholds in Biocimatic model - wild sheep”, x ="value of suitability",
y = "Frequency' )+

theme(axis.title.x= element_text(face="bold", colour="REMES
axis.title.y = element_text(face="bold", colour="[EMS
axis.text = element_text(size=16))

, size=15),
, size=15),
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AvaAuon olKoAOYLKWV SE00UEVWV
* H 6uvapn tn¢ R: Otidyvoupe pa popa Tov KwOLKO KoL LETA ATIAL
aAAA{OULE TO APXLKO apXElo

Thresholds in Biocimatic model - Wild sheep

Bioclimatic model

40

W
o

Frequency
()]
o

" FC1

-
o

0 L=

0.00 0.25 0.50 0.75
Value of suitability

10/18/2023



AvaAuon olKoAOYLKWV SE00UEVWV
* H 6uvapn tn¢ R: Otidyvoupe pa popa Tov KwOLKO KoL LETA ATIAL
aAAA{OULE TO APXLKO apXElo

### ENV MODELS
# wild goat ENVI
capraeNV <- read_xl1sx("BIO.SUI.SPECIES.xIsx", sheet="capraEnNVv", col_names = TRUE)

capraeENy <- data.frame (capraENnvy)
capraENV

gogplot(capraENVY, aes(x=value, fill=species)) +
geom_histogram (colour="FJEMEA"', fi11="AFE&N", alpha=0.7, position="identity") +
theme_bw()+ theme(panel.grid.minor = element_blank()) +
theme(panel.grid.major.x = element_blank())+
theme(panel.grid.major=element_line (colour = "BHA", size = 0.5)) +
geom_density(fi11="FJ", alpha= 0.5) +
geom_vline(xintercept = 0.0109, aes(xXintercept="MTP"), linetype=4, size=1, show. legend = TRUE)+
geom_v line(xintercept = 0.0362,aes (xintercept="FIX1"), linetype=2, size=1.5) +
geom_vline(xintercept = 0.1321, aes(Xintercept="FIX10"), linetype=1l, size=2)+
annotate("text", x = c(-0.02, 0.07, 0.2, 0.70), v = c(9,15,19, 35),
label = c("mMTP","FC1", "FC10", "Environmental model"))+
labs (title="Thresholds in Environmental model - wild goat", x ="value of suitability",
y = "Frequency")+
theme(axis.title.x= element_text(face="bold", colour="{"REMES
pxis.titTE.y = element_text(face="bold", colour=""REL
axis.text = element_text(size=16))

, si1ze=15),
1, size=15),
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AvaAuon olKoAOYLKWV SE00UEVWV
* H 6uvapun tng R: Otiayvoupe pia popd Tov KwOLKA KoL LETA aTTAL
aAAA{OULE TO APXLKO apXELo

geom_vline(xintercept

geom_v line(xintercept
geom_vline(xintercept

0.0109, aes(xintercept="MTP"), linetype=4, size=1, show. legend = TRUE)+
0.0362,aes (xintercept="FIX1"), Tinetype=2, size=1.5) +
0.1321, aes(xXintercept="FIX10"), linetype=1, size=2)+

Thresholds in Environmental model - Wild goat
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* A¢pBovia elbwv ntnvwyv ota apxeyova 6aon Tou loviou
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* A¢pBovia elbwv ntnvwyv ota apxeyova 6aon Tou loviou
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* ABpoloTIKA KAUTTUAN €dwv ITnvwy ota apyxeyova daon tou loviou
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* ABpoloTIKA KAUTTUAN €dwv ITnvwy ota apyxeyova daon tou loviou
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*'ENA 40 NAPAAEITMA

e Avamapaywylka dedopeva Apteun ota 2tpodadlo
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e Avarmoapaywyka 6edopeva Aptepn ota 2tpodadla
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